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- 83453 poly(dT) oligonucleotides B DT RARE
- Human cocktail &% 15432#7188 + 9 3% isotype control
- Mouse cocktail &5 11957 #188 + 9% isotype control

_ TotalSeq-A
Universal Cocktails v1.0

Human 399907 | Mouse 199901

TotalSeq™-A
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_ TotalSeq-B
Universal Cocktails v1.0

Human 399904 | Mouse 199902

. TotalSeq-C
Universal Cocktails v1.0

Human 399905 | Mouse 199903

- B2 10x Genomics Chromium Single Cell Gene Expression Kits
with Feature Barcode technology (dual index) 24t 3% &

- Human cocktail %5 1343z#1f8 + 6 % isotype control

- Mouse cocktail 5 9732 #188 + 7% isotype control

- B2 10x Genomics Single Cell Immune Profiling Solution
RIRHRD

- Human cocktail &% 13032418 + 7 % isotype control

- Mouse cocktail 245 1135%2#1#8 + 93% isotype control
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Human PBMCs were stained with
the TotalSeq-C Human Universal
Cocktail v1.0 and processed using
the 10x Genomics Single Cell
Immune Profiling Solution (5 ) and
lllumina sequencing. Protein and
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RNA count data were transformed
and visualized in a UMAP projection
overlaid with protein and RNA
expression levels. Clusters were

" identified based on protein

;) ! " expression only.
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Resting mouse splenocytes

were stained with the TotalSeg-B
Mouse Universal Cocktail v1.0 and
processed using the 10x Genomics
Single Cell 3" v3.1 featuring barcode

kit and Illumina sequencing.

Protein and RNA count data were
transformed and visualized in a
UMAP projection overlaid with
protein and RNA expression levels.
Clusters were identified based on
protein expression only.
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TotalSeq™ TBNK Panel
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TotalSeg™-A TBNK Cocktail
B3R 399901

TotalSeq™-B TBNK Cocktail
&% 399902

TotalSeq™-C TBNK Cocktail
&% 399903

Human PBMCs were stained with the TotalSeq-B Human TBNK Cocktail and processed using the 10x Genomics Single
Cell 3" v3 feature barcoding kit and Illumina sequencing. Protein count data were transformed and visualized in a UMAP
projection overlaid with protein expression levels for each component of the cocktail. Clusters were identified
based on protein expression only.
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