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Epigenetic modifications
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Epigenetic modifications at Abcam schPRa
To help support your research, we have a range of - é <o s
resources, including sample preparation kits, detection assays
for epigenetic modifications, recombinant active proteins, P
inhibitors of epigenetic pathways, and peptide array-tested P 30

monoclonal antibodies to histone modifications.

To find out more, check out our epigenetics content library where you can
find more posters, guides, protocols, and webinars.
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